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amino acid sequence 



wherein 



X-(Cvs41-Cvs133). Y 




(Cys 41 -Cys 1 33i consists of Cys 41 through Cys133 0 f SEQ ID NQ:2: 

Y represents the carboxy terminal oroup of Cys^, a carboxy-terminus amino acid residue of 

lie 134 . or a substituted amino acid residue, and 

X represents a methionylated or nonmethionylated amine oroup of Cys 41 or amino-terminus 
amino acid residuefs) selected from the group: 



Q 

EG 
NRG 

knrg fSEQ|DN0;3 ) 
gknrg (SEQ ID NQ;4 ) 
RGKNRG (SEQ ID NO:5) 
QRgKNRG^SEQ ID N Q:6 ) 
GORGKNRG (SEQ ID NO:7> 
RGORGKNRG fSEQ ID NO:81 
RRGORGKNRG (SEQiPNQfl ) 
G RRGORGKNRG (SEQ ID NO:1 0) 
KG RRGORGKNRG fSEQ ID NO:1 1 ) 

gkg /rrgqrgknrg ($EQIPNQ;12) 

RGk/ RRGORGKNRG (SEQ ID NO:13) 
5RGKG RRGORGKNRG (SEQ ID NO:14) 
N SRGKG RRGORGKNRG ($E Q )P NQ:15) 



m 

ENS 



vfSRGKG 

/ensrgkg 



NPENSRGKG 
ANPENSRGKG 
ANPENSRGKG 



RRGORGKNRG fSEQ IDNO:16l 
RRGORGKNRG (SEQIDNO:17l 
RRGORGKNRG (SEQIDNO:18l 
RRGORGKNRG (SEQ ID NO:19^ 
RRGORGKNRG (SEQ ID NO:2C» 



AA_ 

AAA 
QAAA 
RQAAA 
NROAAA 



ANPENSRGKG 
ANPENSRGKG 
ANPENSRGKG 
ANPENSRGKG 
ANPENSRGKG 



RRGORGKNRG (SEQIDNO:21) 
RRGORGKNRG fSEQ ID NQ:221 
RRGORGKNRG (§5Q ID NQ:23) 
RRGORGKNRG (SEQIDNO:241 
RRGORGKNRG (SEQ ID NO:25l 
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f ft 

XQ 
% 4 






RNROAAA 


ANPF1NS RGKG 


RRGORGKNRG (SEQ ID NO'Pftt 




FRTJROAAA 


AMP FN <3 R GKG 


RRGORGKNRG (SEO ID NO'?7^ 




RERNROAAA 


ANPENSRGKG 


RRGORGKNRG (SEQ ID NO - 2fN 




RRERNROAAA 


ANPENSRGKG 


RRGORGKNRG (SEQ ID NO'PQ^ 


p 


RRERNROAAA 


ANPENSRGKG 


RRGORGKNRG (SEQ ID NO^SO 1 ! 


LP 


RRERNROAAA 


ANPENSRGKG 


RRGORGKNRG (SEQIDm)"31^ 


VLP 


RRERNROAAA 


ANPENSRGKG 


RRGORGKNRG (SEQ ID NO:32^ 


AVLP 


RRERNROAAA 


ANPENSRGKG 


RRGORGKNRG / fSEQ ID NO:33^ 


MA VLP 


RRERNROAAA 


ANPENSRGKG 


RRGORGKNRG (SEQ ID N0:3<n 


OMAVLP 


RRERNROAAA 


AJNfPENgRGKG 


RRGORQKNRG (SEQ IP NQ;35) 


KQMAVLP 


RRERNROAAA 


ANPENSRGKG 


RRGORGKNRG ($£Q |D NQ;3G) 




DKOMAVLP RRERNROAAA ANPENSRGKG^ RRGORGKNRG (SEQ ID NO;371 and 
PDKOMAVLP RRERNROAAA ANPENSRGKG RRGORGKNRG (SEQ ID N0:3fl 



or a substitution or deletion varianref X. wherein said variant is in excess of 70% identical to an amino acid 
sequence of X as set forth abdve when four gaps in a length of 100 amino acids mav be introduced to 
assist in that alignment, tefprovide in vivo production of said truncated GDNF protein. 



^=3 



32. /(Amended) A method according to claim 31 [of treating Parkinson's Disease] 
comprising'implanting in a patient a cell transformed with said [a] polynucleotide [sequence of Claim 13] to 
provided vivo production of said truncated GDNF protein. 



Please add the followng new claims: 



- 45. A method according to Claim 31 or 32, wherein Xjs^elected from the group consisting of 
'^EQ ID^O: 3, 7, 8, 14, 17 and 18. 

46. A method according to Q\?m^orZl, wherein X is G, RG or NRG. 

47. A method according tOyClaim 31 or 32, wherein said GDNF protein product has the amino 
acid sequence of SEQ ID NO:42. 
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48. A method according to Claim 31 J2&% wherein said GDNF protein product has the amino 
fcid sequence of SEQ ID NO:44. 

49. A method according to Claim 31 or 32, wherein said GDNF protein product has the amino 
acid sequence of SEQ ID N0?46. -- 
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Attorney for Applicant 
Registration No.: 32,727 
Phone: (805)447-8102 
Date: October 13,2000 
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